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           976083|Homo_sapiens -------------------------------------MPRRRRRRGSS----GAGGRGRTCSRTV-RAELSFSVS-QVERSLREGHYAQRLSRTAPVYLAAVIEYLTAKVPELAGNEAQNS--GERNITPLLLDMVVHNDRLLSTLFN--TTTISQVAPGED-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   115
         51477535|Homo_sapiens -------------------------------------MPRRRRRRGSS----GAGGRGRTCSRTV-RAELSFSVS-QVERSLREGHYAQRLSRTAPVYLAAVIEYLTAKVLELAGNEAQNS--GERNITPLLLDMVVHNDRLLSTLFN--TTTISQVAPGED-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   115
         20983170|Mus_musculus -------------------------------------MAKKMQRR-----------RRQKRTHSQ-RGE--FPLS-LVDRFLPEGNHSGRLSSSAPVILDSVLEYLSSNILELAGEVAYTT--GRKRIAPEDVGLVVQNNEQLCQLFKPGATSVFDPPEPDDN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   109
         38086068|Mus_musculus -------------------------------------MARKMQRR-----------RRQKRTCSQ-RGE--LPLS-LVDHFLREEIHSSRLSSSTLSFLTSVLEYLTSNILELAGEVAHTT--GRKRIAPEDVRLVVQNNEQLHQLFKPGGTSVNEPPEPDNNG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   110
         38086080|Mus_musculus -------------------------------------MAKIMQRR-----------RRQKRARSQ-RGE--LPLS-LVDRFLREEIHSSRLSSSALPFLTSVLEYLTSNILELAGEVAHTT--GRKCVAPEDVHLVVQNNEQLRQLFKSGGTSVNEPPEPDDN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   109
         12838755|Mus_musculus -------------------------------------MAKKMQRR-----------RRQKRTRSQ-RGE--LPLS-LVDRFLREEFHSSRLSSSALSFLTSVLEYLTSNILELAGEVAHTT--GRKRVTPEDVRLVVQNNEQLRQLFKPGGTSVNE----DDN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   105
         29436562|Mus_musculus -------------------------------------MAKKMQRR-----------RRQKRTRSQ-RGE--LPLS-LVDRFLREEFHSSRLSSSALSFLTSVLEYLTSNILELAGEVAQTT--GRKRIAPEDVRLVVQNNEQLRQLFKPGGTSVNE----DDN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   105
    34933280|Rattus_norvegicus -------------------------------------MAGK---R-----------RRRNISRSR-RAELQFPVS-RVDRFLREGNYSRRLSSSAPVFLAGVLEYLTSNILELAGEEAHTS--GRKRISPEHLCRVVQNNDQLHQLFKEGTKSVFESADPDEN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   108
         38087849|Mus_musculus -------------------------------------MARKSQRR-----------RRWKITHSQ-RAELQFPVS-RVDRFLGEGIYSRRLSSSALVFLVGVLEYLTPNILGLAGEVTHTS--GMKRIAPEHVCQVVQNKEQLHQLFKQGGTSVFEPPEPEDN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   111
         12839761|Mus_musculus -------------------------------------MARKRQRR-----------RRRKVTRSQ-RAELQFPVS-RVDRFLREGNYSRRLSSSAPVFLAGVLEYLTSNILELAGEVAHTT--GRKRIAPEHVCRVVQNNGQLHQLFKQGGTSVFEPPEPDDN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   111
         13386112|Mus_musculus -------------------------------------MARKRQRR-----------RRRKVTRSQ-RAELQFPVS-RVDRFLREGNYSRRLSSSAPVFLAGVLEYLTSNILELAGEVAHTT--GRKRIAPEHVCRVVQNNEQLHQLFKQGGTSVFEPPEPDDN------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   111
17544704|Caenorhabditis_elegan ------------------------MARLKQRPNRILNTSTKTSS---------AKKKKKRISRST-RSGLTFPVGRIHRKLRETTRGKQRISAGASVFMAATLEYLTTELMEMSAIAANES--KKSRVTPRHLHLAIYGDQETAQLLDKVTLPQGGVTPMPIHPSLLPK--------------------------------KKAK------------------EDDKENNS----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   145
    8096194|Lilium_longiflorum -------------------------------------MISSANNK--------GAGTSRRKLRSE-KAALQFSVS-RVEYSLKKGRYCRRLGATAPVYLAAVLENLVAEVLEMAANVTEKH--KRIVIKPRHIMLAVRNDVEVNKLFHGVTISASGVVPK-TRKELDR--------------------------------------------------------RKRRSTSQAD-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
    4582645|Lilium_longiflorum -------------------------------------MISSANNK--------GAGTSRRKLRSE-KAALQFSVS-RVEYSLKKGRYCRRLGATAPVYLAAVLENLVAEVLDMAANVTEET--SPIVIKPRHIMLAPRNDVEVEQAVS-------------RCHHLGI--------------------------------------------------------RCRP-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   110
      29249514|Giardia_lamblia -------------------------------------MSTKPVKD-----------NSKMKSRSA-RAGISFPIG-RIHRHLREGRYAERISSDAPVYLAAVLENVVAEVFREACNHRDKK--SQKRIVPNHILTALRKDKELATIFANVTIREGGVARS-AKEGREGK-----------------------------------------------------GSHRSQDL-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
  6006735|Giardia_intestinalis -------------------------------------MSTKPVKD-----------NSKMKSRSA-RAGISFPIG-RIHRHLREGRYAERISSDAPVYLAAVLENVVAEVFREACNHRDKK--SQKRIVPNHILTALRKDKELATIFANVTIREGGVARS-AKEGREGK-----------------------------------------------------GSHRSQDL-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
     17044305|Leishmania_major -----------------------------------MATP-RSAKK---------AARK-SSTKSA-KAGLIFPVG-RVGGMMRRGQYARRIGSSGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLSPRTVMLAARHDDDISSLLRKVTLSHSGVVPS-ASKAVAKK-----------------------------------------------------KGGKKGKATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  27977615|Leishmania_mexicana -----------------------------------MATP-RSAKK---------ASRK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRVGASGAVYMTAVLEYLTAELLELSVKAAAQSGKKRCRLIPRTVMLAARHDDDISSLLKNVTLSHSGVVPS-VSKAMSKK-----------------------------------------------------KGGKKLKATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  13384081|Leishmania_infantum -----------------------------------MATP-RSAKK---------AARK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGVSGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGMLLKNVTLSHSGVVPN-ISKAMAKK-----------------------------------------------------KGGKKGRATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  16973353|Leishmania_infantum -----------------------------------MATP-RSAKK---------ATRK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYAHRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDICMLLKNVTLSRSGVVPS-ASKAVAKK-----------------------------------------------------KGGKKGRATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  16973351|Leishmania_infantum -----------------------------------MATP-RSAKK---------ATRK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDICMLLKNVTLSRSGVVPS-VSKAVAKK-----------------------------------------------------KGGKKGRATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  16973352|Leishmania_infantum -----------------------------------MATP-RSAKK---------ATRK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDICMLLKNVTLSRSGVVPS-VSKAVAKK-----------------------------------------------------KGGKKGRATLSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
      9498|Leishmania_donovani -----------------------------------MATP-RSAKK---------AVRK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGTLLKNVTLSHSGVVPN-ISKAMAKK-----------------------------------------------------KGGKKGKATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
    121960|Leishmania_infantum -----------------------------------MATP-RSAKK---------AVRK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGTLLKNVTLSHSGVVPN-ISKAMAKK-----------------------------------------------------KGGKKGKATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  16973360|Leishmania_infantum -----------------------------------MATP-RSAKK---------AARK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGTLLKNVTLSHSGVVPN-ISKAMAKK-----------------------------------------------------KGGKKGKATPNA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  16973359|Leishmania_infantum -----------------------------------MATP-RSAKK---------AARK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGMLLKNVTLSHSGVVPS-VSKAMAKK-----------------------------------------------------KGGKKGKATPNA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
      9492|Leishmania_donovani -----------------------------------MATP-RSAKK---------AARK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGTLLKNVTLSHSGVVPS-VSKAVAKK-----------------------------------------------------KGGKKGRATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
    422268|Leishmania_donovani -----------------------------------MATP-RSAKK---------AARK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGTLLKNVTLSHSGVVPS-VSKAVAKK-----------------------------------------------------KGGKKGRATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
    121969|Leishmania_infantum -----------------------------------MATP-RSAKK---------AARK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGTLLKNVTLSHSGVVPS-VSKAVAKK-----------------------------------------------------KGGKKGRATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  16973355|Leishmania_infantum -----------------------------------MATP-RSAKK---------AARK-SGSKSA-KCGLIFPVG-RVGGMMRRGQYARRIGASGAVYLAAVLEYLTAELLELSVKAAAQSGKKRCRLNPRTVMLAARHDDDIGMLLKNVTLSHSGVVPS-VSKAVAKK-----------------------------------------------------KGGKKGRATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
 2138317|Crithidia_fasciculata ----------------------------------MEVNP-SGAKE---------AAFQ-SGSKSA-KAGLIFPVG-RVGSMLRRGQYARRIGAAGAVYMTAVVEYLTAELLELSVKAAAQSGKKPRRLSPRTVTMAVRHDD-IGSLLKNVTMSRGGVVPS-INKALAKK-----------------------------------------------------KGGKKSKATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
  24286546|Trypanosoma_rangeli -----------------------------------MATPKQVSKK---------ASRKRSGGRSA-KAGLIFPVG-RVGSLLRRGQYARRVGASGAVYMAAVLEYLTAELLELSVKAASQQAKRPKRLTPRTVTLAVRHDDDLGTLLRNVTLSRGGVMPS-LNKALAKKH----------------------------------------------------KSSKKARATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
     2222802|Trypanosoma_cruzi -----------------------------------MATPKQAAKK---------ASKKHGGGRSA-KAGLIFPVG-RVGSLLRRGQYARRIGASGAVYMAAVLEYLTAELLELSVKAASQQAKKPKRLTPRTVTLAVRHDDDLGMLLKNVTLSRGGVIPS-LNKAVAKKH----------------------------------------------------KSSKKARATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
      102146|Trypanosoma_cruzi -----------------------------------MATPRQAAKK---------ASKKRSGGRSA-KAGLIFPVG-RVGSLLRRGQYARRIGASGAVYMAAVLEYLTAELLELSVKAASQQAKKPKRLTPRTVTLAVAHDDDLGMLLKDVTVSRGGVMPS-LNKALAKKH----------------------------------------------------KSSKKARATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
     1781355|Trypanosoma_cruzi ------------------------------------------------------------GGRSA-KAGLIFPVG-RVGSLLRRGQYARRIGASGAVYMAAVLEYLTAELLELSVKAASQQAKKPKRLTPRTVTLAVRHDDDLGMLLKDVTLSRGGVMPS-LNKALAEKH----------------------------------------------------KSSKKARATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   119
     5852931|Trypanosoma_cruzi -----------------------------------MATPKQAAKK---------ASKKRSGGRSA-KAGLIFPVG-RVGSLLRRGQYARRIGASGAVYMAAVLEYLTAELLELSVKAASQQAKKPKRLTPRTVTLAVRHDDDLGTLLKDVTLSRGGVMPS-LNKALAKKH----------------------------------------------------KSSKKARATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
    19424457|Trypanosoma_cruzi -----------------------------------MATPKQAAKK---------ASKKRSGGRSA-KAGLIFPVG-RVGSLLRRGQYARRIGASGAVYMAAVLEYLTAELLELSVKAASQQAKKPKRLTPRTVTLAVRHDDDLGMLLKDVTLSRGGVMPS-LNKALVKKH----------------------------------------------------KSSKKARATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
    19424458|Trypanosoma_cruzi -----------------------------------MATPKQAAKK---------ASKKRSGGRSA-KAGLIFPVG-RVGSLLRRGQYARRIGASGAVYMAAVLEYLTAELLELSVKAASQQAKKPKRLTPRTVTLAVRHDDDLGMLLKDVTLSRGGVMPS-LNKALAKKH----------------------------------------------------KSSKKARATPSA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
29841134|Schistosoma_japonicum -------------------------------------MSGRGKAR--------KAAGGKKHTKSN-RAGLVISVS-RVHRYMKKGRYARRTSIAASVYMSAVIEYLVAEVNELSGNAAKAN--KRKTITPRHIMLGVRNDAELNELLKHVHISHGGVLPC-IHPALLKRKGVLTNS----------------------PGQGGAAISG--------------TGLSSRQASSGIASSAMVAS-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   156
      55639743|Pan_troglodytes -------------------------------------MSGCGKQS--------NKACTEAKTQPS-WVSLQFLTG-CVHLLLFKGNYYEKVRADMPVCLVVVLECLITQILELAGNETCDN--KKTCIILHHLQLASCNNEDINKLLGKVIITQVTVLPN-IQAMMLP---------------------------------KKT------------------ESHLKVKEK----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   130
  49650791|Yarrowia_lipolytica ---------------------MSGGKGKGGKGKGGKGKGGKASAAVEG----------AQQSHSS-RAGLQFPVGRIKRYMKKSVQNKVRVGAKAAIYIAAVLEYLTAEVLELAGNAARDL--KVKRITPRHLQLAIRGDEELDTLIQ-ATIAYGGVMPH-INKALLLK-------------------------------------------------------VEQHKKK----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   140
 40740471|Aspergillus_nidulans ---------------------MPGGK---GKSIGGKAGSKDSAG-------------KAQKSHSA-KAGLQFPCGRVKRFLKNNTQNKMRVGAKAAVYVTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDEELDTLIR-ATIAFGGVLPR-INRALLLK-------------------------------------------------------VEQKKKKDA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   136
      42545164|Gibberella_zeae ---------------------MPGGK---GKSSGGKSSGGKTSGTEGAN--------KKQQSHSA-RAGLQFPCGRVKRFLKQNTQQKMRVGAKAAVYVTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDEELDTLIR-ATIAYGGVLPH-INRALLLK-------------------------------------------------------VEQKKKAKALEG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   144
    32409443|Neurospora_crassa ---------------------MAGGK---GKSSGGKSSGGKTSGVEGPK--------K-QQSHSA-RAGLQFPCGRVKRFLKQNTQNKMRVGAKAAVYVTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDEELDTLIR-ATIAFGGVLPH-INRALLLK-------------------------------------------------------VEQKKKAKAQEA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   143
   38106827|Magnaporthe_grisea ---------------------MAGGK---GKSSGGKSSGGKTSG-EGPK--------K-QQSHSA-RAGLQFPCGRVKRFLKQNTQNKMRVGAKAAVYVTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDEELDTLIR-ATIAFGGVLPH-INRALLLK-------------------------------------------------------VEQKKKNKQIEA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   142
     46442009|Candida_albicans ---------------------MSGK----GKVHGGK---GKSSEIAKS-----------STSHSA-RAGLQFPVGRVKRYLKRNAQNKIRVGSKAAIYLTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDEELDNLIK-ATIAYGGVLPH-INKALLLK-------------------------------------------------------VEKKKGQK---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   133
49655239|Debaryomyces_hansenii ---------------------MSGK----GKVHGGK---GKSSETAKS-----------TTSHSA-RAGLQFPVGRIKRYLKRTAQNKIRVGSKSAIYLTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDEELDNLIK-ATIAFGGVLPH-INKALLLK-------------------------------------------------------VEKKK-QK---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
6324562|Saccharomyces_cerevisi ---------------------MSG------KAHGGK---GKSGAKDSGS--------LRSQSSSA-RAGLQFPVGRIKRYLKRHATGRTRVGSKAAIYLTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDDELDSLIR-ATIASGGVLPH-INKALLLK-------------------------------------------------------VEKKGSKK---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   134
45185671|Eremothecium_gossypii ---------------------MSG------KVHGGK---GKSGAKDGGP--------LGSQSHSA-RAGLQFPVGRIKRYLKKNAAGKTRVGSKAAIYLTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDDELDSLIR-ATIASGGVLPH-INKALLLK-------------------------------------------------------VEKKTHK----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   133
 50305007|Kluyveromyces_lactis ---------------------MSG------KVHGGK---GKSGAKDSGS--------LKSQSHSA-RAGLQFPVGRVKRYLKRNAAGRTRVGSKAAIYLTAVLEYLTAEVLELAGNAAKDL--KVKRITPRHLQLAIRGDDELDSLIR-ATIASGGVLPH-INKALLLK-------------------------------------------------------VEKKHK-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
50255952|Cryptococcus_neoforma ---------------------MSS-K-------VGGGKGGKSKTSSE---------AKVLTTRSS-KAGLQFPVGRIHRFLRNKNANNVRIGAKAAVYVASIMEYLTAEVLELAGNAAKDL--RVKRITPRHLQLAIRGDEELDLLIR-ATIAGGGVLPH-IHKSLVAK-------------------------------------------------------NAPLKKPKALDA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   138
  4678383|Arabidopsis_thaliana ---------------------MVCN---------TNILKDVSTKISAF----------ENVRMIM-VEGEMFQVARIHKQLKNRVSAHSSVGATDVVYMTSILEYLTTEVLQLAENTSKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIIGGSVIPH-IH------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   118
      46096147|Ustilago_maydis ---------------------MSDPR-------AKGGKGGAANAKNE---------PKKQTTQSA-RAGLQFPVGRIHRHLKSRTQNHVRIGAKAAVYTSAILEYLTAEVLELAGNASKDM--RLKRITPRHLQLAIRGDEELDSMVR-ATIAGGGVLPH-IHKTLIK---------------------------------------------------------APSKK-KALE------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
121991|Tetrahymena_thermophila --------------------MAGGKG-------GKGGKGGKGGKVGG-----AKNKK-TPQSRSY-KAGLQFPVGRIHRFLKGRVSAKNRVGATAAVYAAAILEYLTAEVLELAGNASKDF--KVRRITPRHLLLAIRGDEELDILIK-ATIAGGGVIPH-IHKALLGK-------------------------------------------------------HSTKNRSSAKTAEPR--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   146
578566|Tetrahymena_thermophila -----------------------------------GGKGGKGGKVGG-----AKNKK-TPQSRSY-KAGLQFPVGRIHRFLKGRVSAKNRVGATAAVYAAAILEYLTAEVLELAGNASKDF--KVRRITPRHLLLAIRGDEELDILIK-ATIAGGGVIPH-IHKALLGK-------------------------------------------------------HSTKNRSSAKTAEPR--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   138
46227194|Cryptosporidium_parvu ---MDG--ATSSGKIGGKVGGKVGGK-------G-----KAGSGKGS---------KKQPTSRAA-RAGLQFPVGRIQRMLKHRIPGDCRVGSTASVYAAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDSLIK-ATIAGGGVIPH-IEKSLMGK-------------------------------------------------------ALIGKKGKKGNMSP---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   152
54659651|Cryptosporidium_homin ---MDG--ATSSGKIGGKVGGKVGGK-------G-----KAGSGKGS---------KKQPTSRAA-RAGLQFPVGRIQRMLKHRIPGDCRVGSTASVYAAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDSLIK-ATIAGGGVIPH-IEKSLMGK-------------------------------------------------------ALIGKKGKKGNMSP---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   152
    20514361|Toxoplasma_gondii ---MDGAG-KVGGKVGGKVGGKVGGM-------GKGGKGKSGSGKG----------KKAPLSRAA-RAGLQFPVGRVHRMLKSRISSEGRVGSTAAVYASAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-ATIAGGGVIPH-IHKSLMTK-------------------------------------------------------GPS-TQPMKKAKK----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   155
16805290|Plasmodium_falciparum ---MEVPGKVIGGKVGGKVGGKVLGL-------GKGGKGKTGSGKT----------KKAPLSRAS-RAGLQFPVGRVHRMLKSRISSDGRVGSTAAVYAAAILEYLTAEVLELAGNATKDL--KVKRITPRHLQLAIRGDEELDTLIK-ATIAGGGVIPH-IHKALMNK-------------------------------------------------------VPLPPTAQKKPKKN---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   158
    23478858|Plasmodium_yoelii ---MLI---IICYNF-------IFSL-------A-------GSGKT----------KKAPLSRAS-RAGLQFPVGRVHRMLKTRISSDGRVGSTAAVYAAAILEYLTAEVLELAGNATKDL--KVKRITPRHLQLAIRGDEELDTLIK-ATIAGGGVIPH-IHKALMNK-------------------------------------------------------VPVPPTQTKKPKKN---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   141
      55639967|Pan_troglodytes ---------------------MADG------------KAGKDSGKA----------KTKAVSRSQ-RAGLQFPEGCIHQHLKSRTTGHRHVGATAAVYSAAILEYLTAEGLELAGNASKDL--KVKCILPLVTCNLLFVQMKNWILIK-ATIAGGGVIPH-IHKSLIGK-------------------------------------------------------KGQQKTV----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
 21595470|Arabidopsis_thaliana ---------------------MAGKG-------GKGLLAAKTTAAAA---NKDSVKK-KSISRSS-RAGIQFPVGRIHRQLKQRVSAHGRVGATAAVYTASILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLVNK-------------------------------------------------------VTKD-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   136
 21592838|Arabidopsis_thaliana ---------------------MAGKG-------GKGLVAAKTMAANK---DKDKDKK-KPISRSA-RAGIQFPVGRIHRQLKTRVSAHGRVGATAAVYTASILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLINK-------------------------------------------------------TTKE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   136
          6319146|Oryza_sativa ---------------------MAGKG-------GKGLLAAKTTAAKAA-ADKDKDRKKAPLSPSS-RAGIQFPVGRIHRQLKGRVSANGPVGATAAVYTAAILEYLTGEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLINK-------------------------------------------------------TAKE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
         37534390|Oryza_sativa ---------------------MAGKG-------GKGLLAAKTTAAKAA-ADKDKDRKKAPVSRSS-RAGIQFPVGRIHRQLKGRVSANGRVGATAAVYTAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLINK-------------------------------------------------------TAKE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
         20042981|Oryza_sativa ---------------------MAGKG-------GKGLLAAKTTAAKAA-ADKDKDRKKAPVSRSS-RAGIQFPVGRIHRQLKGRVSANGRVGATAAVYTAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLINK-------------------------------------------------------TAKE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
         50918585|Oryza_sativa ---------------------MAGKG-------GKGLLAAKTTAAKS--AEKDKGKK-APVSRSS-RAGLQFPVGRIHRQLKQRTQANGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLINK-------------------------------------------------------SSKE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   137
         34902610|Oryza_sativa ---------------------MAGKG-------GKGLLAAKTTAAKS--ADKDKDKKKAPVSRSS-RAGLQFPVGRIHRQLKSRASAHGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLINK-------------------------------------------------------TSKE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   138
       30024110|Pinus_pinaster ---------------------MSGKG-------AKGLLMGKSSAPVNNNNNKDKDKK-KPVSRSS-RAGLQFPVGRIHRLLKSRISANGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDTLIK-GTIAVGGVVFH-IHKSLINK-------------------------------------------------------SSKD-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
 21536635|Arabidopsis_thaliana ---------------------MSGKG-------AKGLIMGKPSG-----SDKDKDKK-KPITRSS-RAGLQFPVGRVHRLLKTRSTAHGRVGATAAVYTAAILEYLTAEVLELAGNASKDL--KVKRISPRHLQLAIRGDEELDTLIK-GTIAGGGVIPH-IHKSLINK-------------------------------------------------------SAKE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   134
39587596|Caenorhabditis_briggs ---------------------MAGGK-------G---KAGKDSGKS----------KSKVVSRSA-RAGLQFPVGRIHRFLKQRTTSSGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPRHLHLAIRGDEELDTLIK-ATIAGGGVIPH-IHRYLMNK-------------------------------------------------------KGAPVPGQKAAGAPGQGPQ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   142
17541830|Caenorhabditis_elegan ---------------------MAGGK-------G---KAGKDSGKS----------KSKVVSRSA-RAGLQFPVGRIHRFLKQRTTSSGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPRHLHLAIRGDEELDTLIK-ATIAGGGVIPH-IHRYLMNK-------------------------------------------------------KGAPVPGK--PGAPGQGPQ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   140
       27696450|Xenopus_laevis ---------------------MAGG------------KAGKDTGKA----------KATSITRSS-RAGLQFPVGRIHRLLKNRTTSHGRVGGTAAVYTAAILEYLTAEVLELAGNASKDL--KVKRISPRHLQLAIRGDEELDALIK-ATIAGGGVIPH-IHKSLIGK-------------------------------------------------------KGQQKTV----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
   49903574|Xenopus_tropicalis ---------------------MAGG------------KAGKDTGKA----------KATSITRSS-RAGLQFPVGRIHRLLKNRTTSHGRVGGTAAVYTAAILEYLTAEVLELAGNASKDL--KVKRISPRHLQLAIRGDEELDALIK-ATIAGGGVIPH-IHKSLIGK-------------------------------------------------------KGQQKTV----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
      55630804|Pan_troglodytes ---------------------MTGG------------KAGKDSGKA----------KTKAVSRCQ-RAGLQFPVGRIHLHLKSRTTNHGRVGATAAVYSAAILKYLTAEVLELAGNASKDL--KVKRSTTGHLQLAIRGDEELDSLIK-ATIAGGGVIPH-IHKSLTGK-------------------------------------------------------KGQQKTV----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
         29735974|Homo_sapiens ---------------------MTGG------------KAGKDSGKA----------KTKAVSRCQ-RAGLQFPVGRIHLHLKSRTTNHGRVGATAAVYSAAILKYLTAEVLELAGNASKDL--KVKRSTTGHLQLAIRGDEELDSLIK-ATIAGGGVIPH-IHKSLTGK-------------------------------------------------------KGQQKTV----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
    27664906|Rattus_norvegicus ---------------------MAGG------------KAGKDNGKA----------KAKAVSRSQ-RAGLQFPVGRIHRHLKTRATSRGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPSHLQLAIRGDEELDSLIN-ATIAGGGVIPH-IHKSLIGK-------------------------------------------------------KGQQKTA----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
     21703314|Boltenia_villosa ---------------------MAGG------------KAGKDSGKA----------KAKAISRSA-RAGLQFPVGRIHRHLKSRSTSHGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDSLIK-ATIAGGGVIPH-IHKSLIGK-------------------------------------------------------KGQQKAP----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
54637696|Drosophila_pseudoobsc ---------------------QAGG------------KAGKDSGKA----------KAKAVSRSA-RAGLQFPVGRIHRHLKSRTTSHGRVGATAAVYSAAILEYLTAEVLELAGNASKDL--KVKRITPRHLQLAIRGDEELDSLIK-ATIAGGGVIPH-IHKSLIGK-------------------------------------------------------KEDTVQDPQRKGNVILSQAY---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   141
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        50749350|Gallus_gallus -------------------------------------MSGRS-----------GKLKMSKLSRSS-RAGVIFPVG-RMMRYLKKGTYKYRIGVGAPVYMAAVIEYLAAEILELAGNAARDN--KKGRIAPRHILLAVANDEELNQLLKGVTIASGGVLPR-IQPELLAKKRGAKGKSETILSPAPEKKGRKSMVS--KKSGKKAKSNKARTPKKNKQKDSEKEGASNSTSEDGPGDGFTILSSKSLVPGQKLSLTQSDISHIGSMKVEGIVHPTTAEIDLKEEIGKALEKAGGKEFLETVKELRKSQGPLEVAEAALTQSSGLAAKFVIHCHIPQWGSDKCEEQLEETIKNCLTAAEDKKLKSVAFPPFPSGRNCFPKQTAAQVTLRAISTHFDGTSSSSLKNIYFLLFDSESIGIYVQEMAKLDTK   372
         10433885|Homo_sapiens -------------------------------------MSGRS-----------GKKKMSNLSRSA-RAGVIFPVG-RLMRYLKKGTFKYRISVGAPVYMAAVIEYLAAEILELAGNAARDN--KKARIAPRHILLAVANDEELNQLLKGVTIASGGVLPR-IHPELLAKKRGTKGKSETILSPPPEKRGRKATSG--KKGGKKSKAAKPRTSKKSKPKDSDKEGTSNSTSEDGPGDGFTILSSKSLVLGQKLSLTQSDISHIGSMRVEGIVHPTTAEIDLKEDIGKALEKAGGKEFLETVKELRKSQGPLEVAEAAVSQSSGLAAKFVIHCHIPQ--------------------------------------------------------------------------------------------   280
      55633913|Pan_troglodytes -------------------------------------MSGRS-----------GKKKMSKLSRSA-RAGVIFPVG-RLMRYLKKGTFKYRISVGAPVYMAAVIEYLAAEILELAGNAARDN--KKARIAPRHILLAVANDEELNQLLKGVTIASGGVLPR-IHPELLAKKRGTKGKSETILSPPPEKRGRKATSG--KKGGKKSKAAKPRTSKKSKPKDSDKEGTSNSTSEDGPGDGFTILSSKSLVLGQKLSLTQSDISHIGSMRVEGIVHPTTAEIDLKEDIGKALEKAGGKEFLETVKELRKSQGPLEVAEAAVSQSSGLAAKFVIHCHIPQWGSDKCEEQLEETIKNCLSAAEDKKLKSVAFPPFPSGSN-----------------------------------------------------   319
         55962243|Homo_sapiens -------------------------------------MSGRS-----------GKKKMSKLSRSA-RAGVIFPVG-RLMRYLKKGTFKYRISVGAPVYMAAVIEYLAAEILELAGNAARDN--KKARIAPRHILLAVANDEELNQLLKGVTIASGGVLPR-IHPELLAKKRGTKGKSETILSPPPEKRGRKATSG--KKGGKKSKAAKPRTSKKSKPKDSDKEGTSNSTSEDGPGDGFTILSSKSLVLGQKLSLTQSDISHIGSMRVEGIVHPTTAEIDLKEDIGKALEKAGGKEFLETVKELRKSQGPLEVAEAAVSQSSGLAAKFVIHCHIPQWGSDKCEEQLEETIKNCLSAAEDKKLKSVAFPPFPSGRNCFPKQTAAQVTLKAISAHFDDSSASSLKNVYFLLFDSESIGIYVQEMAKLDAK   372
         26347279|Mus_musculus -------------------------------------MSGRS-----------GKKKMSKLSRSA-RAGVIFPVG-RLMRYLKKGTFKYRISVGAPVYMAAVIEYLAAEILELAGNAARDN--KKARIAPRHILLAVANDEELNQLLKGVTIASGGVLPR-IHPELLSKKRGTKGKSETILSPPPEKRGRKAASG--KKGGKKSKSTKPRTSKKSKAKDSDKEGTSNSTSEDGPGDGFTILSSKSLVLGQKLSLTQSDISHIGSMRVEGIVHPTTAEIDLKEEIGKALEKAGGKEFLETVKELRKSQGPLEVAEAAVSQSSGLAAKFVIHCHIPQGGSDKCEEQLEETIKNCLSAAEDKKLKSVAFPPFPSGRNCXPKQTAAQVTLKAIAAHDDDSSSSSQRKAASLFFCL----------------   356
         26328449|Mus_musculus -------------------------------------MSGRS-----------GKKKMSKLSRSA-RAGVIFPVG-RLMRYLKKGTFKYRISVGAPVYMAAVIEYLAAEILELAGNAARDN--KKARIAPRHILLAVANDEDLNQLLKGVTIASGGVLPR-IHPELLAKKRGTKGKSETILSPPPEKRGRKAASG--KKGGKKSKATKPRTSKKSKAKDSDKEGTSNSTSEDGPGDGFTILSSKSLVLGQKLSLTQSDISHIGSMRVEGIVHPTTAEIDLKEEIGKALEKAGGKEFLETVKELRKSQGPLEVAEAAVSQSSGLAAKFVIHCHIPQWGSDKCEEQLEETIKNCLSAAEDKKLKSVAFPPFPSGRNCFPKQTAAQVTLKAISAHFDDSSSSSLKNVYFLLFDSESIGIYVQEMAKLDTK   372
         46250738|Mus_musculus -------------------------------------MSGRS-----------GKKKMSKLSRSA-RAGVIFPVG-RLMRYLKKGTFKYRISVGAPVYMAAVIEYLAAEILELAGNAARDN--KKARIAPRHILLAVANDEELNQLLKGVTIASGGVLPR-IHPELLAKKRGTKGKSETILSPPPEKRGRKAASG--KKGGKKSKATKPRTSKKSKAKDSDKEGTSNSTSEDGPGDGFTILSSKSLVLGQKLSLTQSDISHIGSMRVEGIVHPTTAEIDLKEEIGKALEKAGGKEFLETVKELRKSQGPLEVAEAAVSQSSGLAAKFVIHCHIPQWGSDKCEEQLEETIKNCLSAAEDKKLKSVAFPPFPSGRNCFPKQTAAQVTLKAISAHFDDSSSSSLKNVYFLLFDSESIGIYVQEMAKLDTK   372
         12861426|Mus_musculus -------------------------------------MSGRS-----------GKKKMSKLSRSA-RAGVIFPVG-RLMRYLKKGTFKYRISVGAPVYMAAVIEYLAAEILELAGNAARDN--KKARIAPRHILLAVANDEELNQLLKGVTIASGGVLPR-IHPELLAKKRGTKGKSETILSPPPEKRGRKAASG--KKGGKKSKATKPRTS-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   157
    55234830|Anopheles_gambiae ------------------------------------------VFR--------SPVS-----KSS-RAGLTFSVS-RVSSTLKRGKYANRIGVGSSVYMTAVLEYLAAEVLELAGNAARDN--HKSRLTPRHIQLAVRNDEELSKLLQGTTISQGGVMPN-IHSVLLPRK-------------------------------TGAKAAG--------------NSSSQEKQSQEY-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   129
    31240521|Anopheles_gambiae --------------------------------------------R--------SPVS-----KSS-RAGLTFSVS-RVSSTLKRGKYANRIGVGSSVYMTAVLEYLAAEVLELAGNAARDN--HKSRLTPRHIQLAVRNDEELSKLLQGTTISQGGVMPN-IHSVLLPRK-------------------------------TGAKAAG--------------NSSSQEKQSQEY-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   127
47225031|Tetraodon_nigroviridi -------------------------------------MSGRGKKTVP-----KPKSG---MSRSM-RAGITFPVG-RIHRLLKKGNYAERIGNGSAVYLSAVLEYLCAEILELAGNASRDN--KKMRIAPRHILLAVKNDEELNKLLAGVTISDGGVIPN-IQASLLP---------------------------------KKTK------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   122
    12667274|Carassius_auratus -------------------------------------MSGRGKKLVA-----APKSKSSSVSRST-RAELQFPVG-RVARLLRKGNYAPRIGSGASVYLTAVIEYLCAEVLELAGDACRDN--KKLRITPRHIQLAVRKDEELNALLGGVTISEGGVLPK-IQAQLLP---------------------------------KKTKAPRDPPTP--KTSSPRTSEADSARALD---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   150
    12667276|Carassius_auratus -------------------------------------MSGRGKKIVA-----APKTK-SSVSRSS-RAGLQFPVG-RIARLLRKGNYAARIGSGAAVYLTAVIEYLCAEVLELAGNASRDN--KKLRIAPRHIQLAVRNDEELNTLLGGVTISEGGVLPN-IQAQLLP---------------------------------KKTKVSRDP-----NTS----KEVQSQDF-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   140
          41055134|Danio_rerio -------------------------------------MSGRGKKLAA-----PQKSK-TSVSRSA-RAGLQFPVG-RIARLLRKGNFAARIGSGAAVYLTAVIEYLCAEVLELAGNASRDN--KKLRIAPRHIQLAVRNDEELNTLLGGVTISEGGVLPN-IQAVLLP---------------------------------KKTKAAREP-----NAG----TEAQSQDF-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   140
       34785262|Xenopus_laevis -------------------------------------MSGRGKKVQK-----AASGK---SSRSA-KAGLQFPVG-RIHRLLRKGNYAARIGSGSSIYLAATLEYLCAEVLELAGNAARDN--KKSRIMPRHIQLAVRNDDELAKLFEGVTIADGGVLPN-IQSALLP---------------------------------KKTVKGSSSS----QEP----KVAESQEF-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
       49522766|Xenopus_laevis -------------------------------------MSGRGKKVQK-----AASGK---ASRSA-KAGLQFPVG-RIHRLLRKGNYAVRIGSGSAIYLAATLEYLCAEVLELAGNAARDN--KKLRIMPRHIQLAVRNDDELAKLFEGVTIADGGVLPN-IQSALLP---------------------------------KKTVKGSSSS----QEP----TAVESQEF-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
           2317760|Pinus_taeda ----------------------MAG-------------RGKAVGG--------AGGSKKSTSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGGGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGAVTIANGGVMPN-IHNILLPK--------------------------------KTASSG---------------APTKSGKDDEEN-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
     1154954|Triticum_aestivum ----------------------MAG-------------RGKAIG---------AGAAKKATSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELTKLLGGATIASGGVMPN-IHQHLLPK--------------------------------KASSSK---------------VSTVD--DDDN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
         50938209|Oryza_sativa ----------------------MAG-------------RGKAIG---------AGAAKKATSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELTKLLGGATIASGGVMPN-IHQHLLPK--------------------------------KAGSSK---------------ASTVD--DDDN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
 17065594|Arabidopsis_thaliana ----------------------MAG-------------RGKTLG---------SGSAKKATTRSS-KAGLQFPVGRIA-RFLKKGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGDVTIANGGVMPN-IHNLLLPK--------------------------------KTGAS----------------KPSAE--DD----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
 21553450|Arabidopsis_thaliana ----------------------MAG-------------RGKTLG---------SGVAKKSTSRSS-KAGLQFPVGRIA-RFLKNGKYATRVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGDVTIANGGVMPN-IHSLLLPK--------------------------------KAGAS----------------KPSAD--ED----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
 21593834|Arabidopsis_thaliana ----------------------MAG-------------RGKTLG---------SGGAKKATSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGDVTIANGGVMPN-IHNLLLPK--------------------------------KAGAS----------------KPQED--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   130
 21617982|Arabidopsis_thaliana ----------------------MAG-------------RGKQLG---------SGAAKKSTSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLEDVTIANGGVMPN-IHNLLLPK--------------------------------KAGSS----------------KPTEE--D-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   131
 29824201|Arabidopsis_thaliana ----------------------MAG-------------RGKQLG---------SGAAKKSTSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGDVTIANGGVMPN-IHNLLLPK--------------------------------KAGSS----------------KPTEE--D-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   131
         50945929|Oryza_sativa ----------------------MAG-------------RGKAIG---------SSAAKKATSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSRLLGAVTIANGGVMPN-IHNLLLPK--------------------------------KAGSSA---------------KAAAA--DDE---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   134
      536896|Triticum_aestivum ----------------------MAG-------------RGKAIG---------SGAAKKAISRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSRLLGMVTIASGGVMPN-IHNLLLPK--------------------------------KAGGS----------------KAVAA--DDDS--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   134
         50938211|Oryza_sativa ----------------------MAG-------------RGKAIG---------SGAAKKAMSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSRLLGTVTIASGGVMPN-IHNLLLPK--------------------------------KAGGSA---------------KAAAG--DDDN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
571481|Chlamydomonas_reinhardt --------------------------------------MAGRGKG--------KTSGKKAVSRSA-KAGLQFPVGRIA-RYLKKGKYAERIGAGAPVYLAAVLEYLTAEVLELAGNAARDN--KKNRIVPRHIQLAIRNDEELGKLLGEVTIASGGVLPN-IHAVLLPK--------------------------------KTKGGK---------------GSEEAA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   130
1708102|Chlamydomonas_reinhard --------------------------------------MAGRGKG--------KTSGKKAVSRSA-KAGLQFPVGRIA-RYLKKGKYAERIGAGAPVYLAAVLEYLTAEVLELAGNAARDN--KKNRIVPRHIQLAIRNDEELGKLLGEVTIASGGVLPN-IHAVLLPK--------------------------------KTKGGK---------------GEETA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   129
         121981|Volvox_carteri --------------------------------------MAGRGKG--------KTAGKKAVSRSA-KAGLQFPVGRIA-RYLKKGKYAERIGAGAPVYLAAVLEYLTAEVLELAGNAARDN--KKNRIVPRHIQLAIRNDEELGKLLGDVTIASGGVLPN-IHAVLLPK--------------------------------KSKGGK---------------GEEAA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   129
         121985|Volvox_carteri --------------------------------------MAGRGKG--------KTAGKKAVSRSS-KAGLQFPVGRIA-RYLKKGKYAERIGAGAPVYLAAVLEYLTAEVLELAGNAARDN--KKNRIVPRHIQLAIRNDEELGKLLGDVTIASGGVLPN-IHAVLLPK--------------------------------KSKGGK---------------GEEAA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   129
         50540696|Oryza_sativa ----------------------MSS------------SQGGGGRG--------KAKTTKAVSRSS-KAGLQFPVGRIA-RYLKAGKYAERVGAGAPVYLSAVLEYLAAEVLELAGNAARDN--KKNRIVPRHIQLAVRNDEELSRLLGTVTIAAGGVLPN-IQQVLLPK--------------------------------K-GGGK---------------GDIGSASQEF---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   137
            297871|Picea_abies ----------------------MSS------------SGAKGGRG--------KAKSTKSVSRSQ-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKNRIVPRHIQLAVRNDEELSKLLGAVTIANGGVLPN-IHQVLLPK--------------------------------KSGKDK---------------GEIGSASQEF---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   138
       30024112|Pinus_pinaster ----------------------MSS------------SGAKGGRG--------KAKSTKSVSRSQ-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLAAVLEYLAAEVLELAGNAARDN--KKNRIVPRHIQLAVRNDEELSKLLGAVTIANGGVLPN-IHQVLLPK--------------------------------KSGKDK---------------GEIGSASQEF---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   138
       3204129|Cicer_arietinum ----------------------MSS-----------TATTKGGRG--------KPKASKSVSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLSAVLEYLAAEVLELAGNAARDN--KNNRIVPRHIQLAVRNDEELSKLLGSVTIANGGVLPN-IHQTLLPK--------------------------------KVGKGK---------------GEIGSASQEF---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   139
 21593507|Arabidopsis_thaliana ----------------------MSTGA--------GSGTTKGGRG--------KPKATKSVSRSS-KAGLQFPVGRIALRFLKSGKYAERVGAGAPVYLSAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGSVTIANGGVLPN-IHQTLLPS--------------------------------KVGKNK---------------GDIGSASQEF---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   143
 20334750|Arabidopsis_thaliana ----------------------MSTGA--------GSGTTKGGRG--------KPKATKSVSRSS-KAGLQFPVGRIA-RFLKSGKYAERVGAGAPVYLSAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGSVTIANGGVLPN-IHQTLLPS--------------------------------KVGKNK---------------GDIGSASQEF---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   142
 21553797|Arabidopsis_thaliana ----------------------MSSGA--------GSGTTKGGRG--------KPKATKSVSRSS-KAGLQFPVGRIA-RFLKAGKYAERVGAGAPVYLSAVLEYLAAEVLELAGNAARDN--KKTRIVPRHIQLAVRNDEELSKLLGSVTIANGGVLPN-IHQTLLPS--------------------------------KVGKNK---------------GDIGSASQEF---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   142
462229|Tetrahymena_thermophila --------------------MSTTG-------------KGGKAKG--------KTASSKQVSRSA-RAGLQFPVGRIS-RFLKHGRYSERVGTGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIVPRHILLAIRNDEELNKLMANTTIADGGVLPN-INPMLLPS--------------------------------KSKKTE---------------SRGQASQDL----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   138
 121964|Tetrahymena_pyriformis ---------------------STTG-------------KGGKAKG--------KTASSKQVSRSA-RAGLQFPVGRIS-RFLKHGRYSERIGTGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIVPRHILLAIRNDEELNKLMANTTIADGGVLPN-INPMLLPS--------------------------------KSKKTE---------------SRGQASQDI----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   137
462230|Tetrahymena_thermophila --------------------MSTTG-------------KGGKAKG--------KTASSKQVSRSA-RAGLQFPVGRIS-RFLKNGRYSERIGTGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIVPRHILLAIRNDEELNKLMANTTIADGGVLPN-INPMLLPS--------------------------------KTKKST---------------EPEH---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   133
 121973|Tetrahymena_pyriformis ---------------------STTG-------------KGGKAKG--------KTASSKQVSRSA-RAGLQFPVGRIS-RFLKNGRYSERIGTGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIVPRHILLAIRNDEELNKLMANTTIADGGVLPN-INPMLLPS--------------------------------KTKKTS---------------EAEH---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
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      536890|Triticum_aestivum --------------------------------------MAGRK----------GGERKKAVTRSV-KAGLQFPVGRIG-RYLKKGRYAQAVGSGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIIPRHLLLAVRNDQELGRLLAGVTIAHGGVIPN-INSVLLPK--------------------------------KAAGAA---EKESTKSPKKKAAT-KSPKKKTAATKE----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   148
      536888|Triticum_aestivum --------------------------------------MAGRK----------GGDRKKAVTRSV-KAGLQFPVGRIG-RYLKKGRYAQRVGSGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIIPRHLLLAVRNDQELGRLLAGVTIAHGGVIPN-INSVLLPK--------------------------------KSPAAA---EKE-AKS--QKAAA-KSPKKKTAATKE----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   145
     1325968|Triticum_aestivum --------------------------------------MAGRK----------GGDRKKAVTRSV-KAGLQFPVGRIG-RYLKKGRYAQRIGSGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIIPRHLLLAVRNDQELGRLLAGVTIAHGGVIPT-INSVLLPK--------------------------------KSPAAA---EKE-AKSPKKKTST-KSPKKKVAAKE-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   146
      536894|Triticum_aestivum --------------------------------------MAGRK----------GGDRKKAVTRSV-KAGLQFPVGRIG-RYLKKGRYAQRVGSGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIIPRHLLLAVRNDQELGRLLAGVTIAHGGVIPN-INSVLLPK--------------------------------KSPAAA---EKE-AKSPKKKTST-KSPKKKVAAKE-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   146
      121965|Triticum_aestivum ---------------------------------------AGRK----------GGDRKKAVTRSV-KAGLQFPVGRIG-RYLKKGRYAQRVGSGAPVYLAAVLEYLAAEVLELAGNAAKDN--KKTRIIPRHLLLAVRNDQELGRLLAGVTIAHGGVIPN-INSVLLPK--------------------------------KSPAAA---EKE-AKSPKKKTST-KSPKKKVAAKE-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   145
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 21553646|Arabidopsis_thaliana ----------------------MDSG-----TKVKKGAAGRRSG---------GGPKKKPVSRSV-KSGLQFPVGRIG-RYLKKGRYSKRVGTGAPVYLAAVLEYLAAEVLELAGNAARDN--KKNRIIPRHVLLAVRNDEELGTLLKGVTIAHGGVLPN-INPILLPK--------------------------------KSEK-A---ASTTKTPKSPSKAT-KSPKKS----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   153
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  27530979|Drosophila_simulans -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
         7441|Drosophila_hydei -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
14269421|Rhynchosciara_america -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
 161898|Tigriopus_californicus -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
 38564182|Drosophila_sechellia -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
38564167|Drosophila_mauritiana -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
     38564162|Drosophila_orena -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
 38564157|Drosophila_teissieri -------------------------------------MSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
    31210961|Anopheles_gambiae ---------------------------SNLTKLQLLIMSGRGKGG-------KVK--GKAKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   134
    55234462|Anopheles_gambiae -----------------------------------------------------------------------FPVG-RIHRLLRKGNYAR-VGAGAPVYLAAVMEYLAAEVLELAGNAARDN--K-TRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    98
       48099575|Apis_mellifera -------------------------------------MSGRGKGG-------KVK--GKVKSRSN-RAGLQFPVG-RIHRLLRKGNYAERVGAGAPVYLAAVMEYLAAEVLELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT--------------------EKKA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
47551085|Strongylocentrotus_pu -------------------------------------MSGRGKGA--------GKARAKAKSRSA-RAGLQFPVG-RVHRFLRKGNYAQRVGAGAPVYLAAVLEYLAAEILELAGNAARDN--KKTRIIPRHLQLAVRNDEELNKLLSGVTIAQGGVLPN-IQAVLLP---------------------------------KKT------------------SKASK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   126
  121984|Psammechinus_miliaris -------------------------------------MSGRGKGA--------KSKS-KAKSRSS-RAGLQFPVG-RVHRFLRKGNYANRVGAGAPVYLAAVLEYLTAEILELAGNAARDN--KKSRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPN-IQAVLLP---------------------------------KKK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   120
  121971|Psammechinus_miliaris -------------------------------------MSGRGKGA--------KAKS-KAKSRSS-RAGLQFPVG-RVHRFLKKGNYGNRVGAGAPVYLAAVLEYLTAEILELAGNAARDN--KKSRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPN-IQTVLLP---------------------------------KKT------------------GKSA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
  161362|Psammechinus_miliaris -------------------------------------MSGRGKGA--------KAKS-KAKSRSS-RAGLQFPVG-RVHRFLKKGNYGNRVGAGAPVYLAAVLEYLTAEILELAGNAARDN--KKSRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPN-IQAVLLP---------------------------------KKT------------------GKSA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   124
      121977|Lytechinus_pictus -----------------------------------------------------------AKSRSS-RAGLQFPVG-RVHRFLRKGNYAQRVGAGAPVYLAAVFEYLAAEILELAGNAAPDN--KKTRIIPRHLQLAIRNDEELNKLLGGVTIAQGGVLPN-IQAVLLP---------------------------------KKT------------------AKSSK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   112
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   70693|Psammechinus_miliaris --------------------------------------SGRGKG---------AKGKAKAKSRSS-RAGLQFPVG-RVHRFLRKGNYANRVGAGAPVYLAAVLEYLAAEILELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLGGVTIAQGGVLPN-IQAVLLP---------------------------------KKTG-----------------SKSSK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   125
121980|Strongylocentrotus_purp ------------------------------------------------------KAKGKAKRRSS-RAGLQFPVG-RVHRFLRKGNYANRVGAGAPVYLAAVLEYLAAEILELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKL-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    88
   121979|Parechinus_angulosus -------------------------------------MSGRGKG---------AKAKGKAKSRSS-RAGLQFPVG-RVHRFLRKGNYANRVGAGAPVYLAAVLEYLAAEILELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLGGVTIAQGGVLPN-IQAVLLP---------------------------------KKTG-----------------SKSSK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   126
  161364|Psammechinus_miliaris -------------------------------------MSGRGKG---------AKAKGKAKSRSS-RAGLQFPVG-RVHRFLRKGNYANRVGAGAPVYLAAVLEYLAAEILELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLGGVTIAQGGVLPN-IQAVLLP---------------------------------KKTG-----------------SKSSK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   126
    70694|Parechinus_angulosus --------------------------------------SGRGKG---------AKAKGKAKSRSS-RAGLQFPVG-RVHRFLRKGNYANRVGAGAPVYLAAVLEYLAAEILELAGNAARDN--KKTRIIPRHLQLAIRNDEELNKLLGGVTIAQGGVLPN-IQAVLLP---------------------------------KKTG-----------------SKSSK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   125
46228544|Cryptosporidium_parvu ----------------------MSGKV--------TSSGGRGGGK--------KTT-RKTMSNSA-KAGLQFPVGRVA-RYLKKGRYAKRIGAAAPVYLAAVLEYLCAELLELAGNAARDA--KKTRITPRQIQLAVRNDEELSKFLGNVTIASGGVLPN-IPTVLLPK--------------------------------KSKSKQ---------------GN--SQEF-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   137
54658505|Cryptosporidium_homin ----------------------MSGKV--------TSSGGRGGGK--------KTT-RKTMSNSA-KAGLQFPVGRVA-RYLKKGRYAKRIGAAAPVYLAAVLEYLCAELLELAGNAARDA--KKTRITPRQIQLAVRNDEELSKFLGNVTIASGGVLPN-IPTVLLPK--------------------------------KSKSKQ---------------GN--SQEF-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   137
    23480497|Plasmodium_yoelii ----------------------MSAK-------------GKTGRK--------KAV--KGTSNSA-KAGLQFPVGRIG-RYLKKGKYAKRVGAGAPVYLAAVLEYLCAEILELAGNAARDN--KKSRITPRHIQLAVRNDEELNKFLAGVTFASGGVLPN-IHNVLLPK--------------------------------KSQLKS---------------GATANQDY-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   133
23612257|Plasmodium_falciparum ----------------------MSAK-------------GKTGRK--------KAS--KGTSNSA-KAGLQFPVGRIG-RYLKKGKYAKRVGAGAPVYLAAVLEYLCAEILELAGNAARDN--KKSRITPRHIQLAVRNDEELNKFLAGVTFASGGVLPN-IHNVLLPK--------------------------------KSQLKA---------------G-TANQDY-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   132
    48994796|Toxoplasma_gondii ----------------------MSAK-------------GAGGRK--------KTSSGKKVSRSA-KAGLQFPVSRIG-RYLKKGRYAKRVGVGAPVYLAAVLEYLCAEILELAGNAARDH--KKTRIIPRHIQLAVRNDEELSKFLGGVTIANGGVMPH-VHAVLLPK--------------------------------HSKSKG---------------KHGVSQEF-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   135
    45862330|Toxoplasma_gondii ----------------------MSAK-------------GKGGRA--------KKS-GKSSSKSA-KAGLQFPVGRIG-RYLKKGRYAKRVGAGAPVYMAAVLEYLCAEILELAGNAARDH--KKTRIIPRHIQLAVRNDEELSKFLGGVTIASGGVMPN-VHSVLLPK----------------------------------KSKG---------------KK--SQ-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   128
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